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/ SUMMARY

» We present a fine-scale community structure and diversity of haptophytes in the Kuroshio waters off southern Japan in November 2012.

» Haptophytes were the most dominant eukaryotic phytoplankton group in the current axis and offshore side of the Kuroshio as estimated by algal pigments.

» Water samples were divided into surface and deep chlorophyll maximum (DCM) layers on the basis of community structure of haptophytes, which was
estimated from high-throughput lon Torrent 18S rRNA gene (rDNA) metabarcoding.

» The redundancy analysis (RDA) suggests that haptophyte community composition was constrained mainly by depth at both operational taxonomic unit (2 97%
sequence similarity) and genus levels.

» Haptophyte diversity was greater in the DCM waters than in the surface waters. Additionally, diversity, richness, and evenness indices tended to increase

around the Kuroshio axis, possibly due to the advection of haptophyte taxa from the upstream region.

(Our results underscore the importance of physical properties such as light intensity and advection and diffusion of water mass on regulating haptophyte

community structure in Kuroshio ecosystems.
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