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DNA barcoding

Adding a species-specific DNA sequence
to each identified species

Mitochondrial COI (cytochrome ¢ oxidase
subunit 1) ~ 650 bp fragment
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Separation of specimens;
Photographic documentation
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Collection of whole '

Collection Data base
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Sequence
Data bases

specimens or vouchers

S DNA

Tissue samples or
whole individual

. DNA
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[Metrius contractus 185
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Sequence Data base

Amplification and Sequencing

of COl and 18S
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Sampling

60°Ny

58°N

56°N

Different fractions: 54°N
80, 150, 300 and 500 um mesh size

Horizontal and vertical hols 5w 0° 5°E 10°E
Different regions and whole seasonal cycle

Fixation in absolute ethanol or DESS (solution containing dimethyl sulphoxide, disodium EDTA,
and saturated NaCl; Yoder et al. 2006)
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Neighbour Joining

173 sequences

: 656 bp alignment
High support of all balg

_ Kimura 2-parameter
37 species (>95%)

1000 Bootstraps

(ognath2 Crustacea

@ Bootstrap value >95%
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Cnidaria

Cnidaria (4)

@ Bootstrap value >95%
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Polychaeta

- Terebellida  pectinaria koreni (4)
- Phyllodocida Lanice sp. (3)

Tomopteris helgolandfta (7)

@ Bootstrap value >95%
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Chaetognatha

Parasagitta
setosa (5)

@ Bootstrap value >95%
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Crustacea Cumacea
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Pseudocuma gilsoni (7)
Pseudocuma similis (4)

Eudorella truncatula (3)
Diastylis sp. (1)

@ Bootstrap value >95%
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Crustacea Cladocera

Penilia avirostris (5)

Evadne nordmanni (8) o,{l

@ Bootstrap value >95%
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Crustacea Amphipoda

Hyperia galba (2)

@ Bootstrap value >95%
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Crustacea Larvae of Decapoda and
Sessilia

Crustacea (6)

Cirripedia Nauplii (2)
Brachyura (6)
Pagurus sp. (1)

»
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Crangon sp. (4 \

@ Bootstrap value >95%
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Temora longicornis (11)

Crustacea Copepoda (5 orders)

Calanus hyperboreus (3)
Calanus helgolandicus (8)
Centropages typicus (1)

- Siphonostomatoida Centropages hamatus (6)

- Cyclopoida

Pseudocalanus elongatus (5)

Gaetanus brevispinus (3)

- Harpacticoida Gaetanus tenuispinus (2)

- Poecilostomatoida Paraeuchaeta norvegica (8)

- Calanoida Paracalanus parvus (3)

Chiridius obtusifrons (5)

Aetideopsis rostrata (4)

‘Anomalocera patersoni (10)

Acartia clausi (5)

Acartia bifilosa (7)
Siphonostomatoida (; Acartia tonsa (9)

Cyclopoida (1) caeus anglicus (5)
rpacticoida (5)

Ha @ Bootstrap value >95%
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Genetic distances of calanoid copepods
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Application

The sequences ...

COl Additional characteristic for valid species identification
Detection of cryptic species

First indications of phylogeographic patterns of key species

18S Metagenetic analysis of environmental zooplankton samples
by pyrosequencing (454 Roche)

Sequences will be checked against own data base
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Poster: Inga Mohrbeck, Silke Laakmann, Thomas Knebelsberger and Michael J.
Raupach: First insights into the molecular diversity of the North Sea zooplankton
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Dominik Gloe and students of the Institute for Hydrobiology and Fisheries Science,
Hamburg University

Prof. Dr. Stefan Richter (Rostock University)

founded by
... for support in species identification Rundesministarium
% flrBildung
Dr. Terue C. Kihara and Annika Tiltack (DZMB, Senckenberg Institute) und Forschung
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